Stat462: Lab 3

For this lab, do the following exercises from DAAG:
o 23
e 25
e 2.10 (Animals is in the MASS library)
e 2.13 (Stat 862 students only)

In addition, locate a data set of interest to you and perform a preliminary exploratory data
analysis, noting any interesting or problematic features. A Google search for “Open Data”
should provide lots of sources (e.g. http://data.gc.ca). If you uncover an apparent relationship
between two variables, comment on the relationship and in what circumstances (if any) a
predictive model would be possible. If you do not uncover an apparent relationship between
two variables, comment on the distribution of the one variable that is most interesting to you —
is there evidence of skewness, clustering, etc? Hypothesize about the mechanism that could
have led to such a distribution. Limit your analysis to two pages.

You are free to use either R or SAS to answer each question. | have created SAS datasets from
the R datasets you will need for 2.3, 2.5, 2.10 and 2.13. These datasets were created using the
foreign package in R. They are attached to this pdf. To import each dataset, run the
corresponding .sas file.

For all questions, provide the code you used as well as any output asked for and clear, thorough
explanations where necessary. Do not provide output that was not requested in the question.


http://data.gc.ca/


* Written by R;

*  write.foreign(Animals, "Animals.txt", "Animals.sas", package = "SAS") ;



DATA  rdata ;

INFILE  "Animals.txt" 

     DSD 

     LRECL= 15 ;

INPUT

 body

 brain

;

RUN;




		1.35		8.1

		465		423

		36.33		119.5

		27.66		115

		1.04		5.5

		11700		50

		2547		4603

		187.1		419

		521		655

		10		115

		3.3		25.6

		529		680

		207		406

		62		1320

		6654		5712

		9400		70

		6.8		179

		35		56

		0.12		1

		0.023		0.4

		2.5		12.1

		55.5		175

		100		157

		52.16		440

		0.28		1.9

		87000		154.5

		0.122		3

		192		180




* Written by R;

*  write.foreign(cuckoohosts, "cuckoohosts.txt", "cuckoohosts.sas",  ;



DATA  rdata ;

INFILE  "cuckoohosts.txt" 

     DSD 

     LRECL= 55 ;

INPUT

 clength

 cl_sd

 cbreadth

 cb_sd

 cnum

 hlength

 hl_sd

 hbreadth

 hb_sd

 hnum

 match

 nomatch

;

LABEL  cl_sd = "cl.sd" ;

LABEL  cb_sd = "cb.sd" ;

LABEL  hl_sd = "hl.sd" ;

LABEL  hb_sd = "hb.sd" ;

RUN;




22.3,0.89,16.7,0.38,45,19.7,1.25,14.6,0.56,74,56,6

23.1,1.01,16.8,0.52,14,20.1,0.81,14.7,14.7,26,1,19

22.5,0.66,16.4,0.53,16,20.2,0.86,15.4,15.4,57,7,11

22.6,0.9,16.6,0.45,26,20.75,1.44,14.67,0.37,16,26,3

23.1,0.85,16.6,0.44,15,20,0.7,15.1,0.48,27,11,4

21.1,0.76,15.8,0.3,15,17.7,17.7,12.7,0.37,,0,17

22.2,0.65,16.7,0.57,10,,,,0.45,,7,13

22.6,0.74,16.6,0.48,9,21.55,0.68,16.04,0.4,32,0,12

23.05,0.13,16.5,0.48,4,,,,,,4,4

22.9,1.26,16.6,0.87,4,,,,,,1,7




* Written by R;

*  write.foreign(data.frame(speed = galaxies), "galaxies.txt", "galaxies.sas",  ;



DATA  rdata ;

INFILE  "galaxies.txt" 

     DSD 

     LRECL= 9 ;

INPUT

 speed

;

RUN;




9172

9350

9483

9558

9775

10227

10406

16084

16170

18419

18552

18600

18927

19052

19070

19330

19343

19349

19440

19473

19529

19541

19547

19663

19846

19856

19863

19914

19918

19973

19989

20166

20175

20179

20196

20215

20221

20415

20629

20795

20821

20846

20875

20986

21137

21492

21701

21814

21921

21960

22185

22209

22242

22249

22314

22374

22495

22746

22747

22888

22914

23206

23241

23263

23484

23538

23542

23666

23706

23711

24129

24285

24289

24366

24717

24990

25633

26690

26995

32065

32789

34279




* Written by R;

*  write.foreign(possum, "possum.txt", "possum.sas", package = "SAS") ;



PROC FORMAT;

value Pop 

     1 = "Vic" 

     2 = "other" 

;



value sex 

     1 = "f" 

     2 = "m" 

;



DATA  rdata ;

INFILE  "possum.txt" 

     DSD 

     LRECL= 57 ;

INPUT

 case

 site

 Pop

 sex

 age

 hdlngth

 skullw

 totlngth

 taill

 footlgth

 earconch

 eye

 chest

 belly

;

FORMAT Pop Pop. ;

FORMAT sex sex. ;

RUN;




		1		1		1		2		8		94.1		60.4		89		36		74.5		54.5		15.2		28		36

		2		1		1		1		6		92.5		57.6		91.5		36.5		72.5		51.2		16		28.5		33

		3		1		1		1		6		94		60		95.5		39		75.4		51.9		15.5		30		34

		4		1		1		1		6		93.2		57.1		92		38		76.1		52.2		15.2		28		34

		5		1		1		1		2		91.5		56.3		85.5		36		71		53.2		15.1		28.5		33

		6		1		1		1		1		93.1		54.8		90.5		35.5		73.2		53.6		14.2		30		32

		7		1		1		2		2		95.3		58.2		89.5		36		71.5		52		14.2		30		34.5

		8		1		1		1		6		94.8		57.6		91		37		72.7		53.9		14.5		29		34

		9		1		1		1		9		93.4		56.3		91.5		37		72.4		52.9		15.5		28		33

		10		1		1		1		6		91.8		58		89.5		37.5		70.9		53.4		14.4		27.5		32

		11		1		1		1		9		93.3		57.2		89.5		39		77.2		51.3		14.9		31		34

		12		1		1		1		5		94.9		55.6		92		35.5		71.7		51		15.3		28		33

		13		1		1		2		5		95.1		59.9		89.5		36		71		49.8		15.8		27		32

		14		1		1		2		3		95.4		57.6		91.5		36		74.3		53.7		15.1		28		31.5

		15		1		1		2		5		92.9		57.6		85.5		34		69.7		51.8		15.7		28		35

		16		1		1		2		4		91.6		56		86		34.5		73		51.4		14.4		28		32

		17		1		1		1		1		94.7		67.7		89.5		36.5		73.2		53.2		14.7		29		31

		18		1		1		2		2		93.5		55.7		90		36		73.7		55.4		15.3		28		32

		19		1		1		1		5		94.4		55.4		90.5		35		73.4		53.9		15.2		28		32

		20		1		1		1		4		94.8		56.3		89		38		73.8		52.4		15.5		27		36

		21		1		1		1		3		95.9		58.1		96.5		39.5		77.9		52.9		14.2		30		40

		22		1		1		2		3		96.3		58.5		91		39.5		73.5		52.1		16.2		28		36

		23		1		1		1		4		92.5		56.1		89		36		72.8		53.3		15.4		28		35

		24		1		1		2		2		94.4		54.9		84		34		75		53.5		16.2		27		32

		25		1		1		2		3		95.8		58.5		91.5		35.5		72.3		51.6		14.9		31		35

		26		1		1		2		7		96		59		90		36		73.6		56.2		15		29		38

		27		1		1		1		2		90.5		54.5		85		35		70.3		50.8		14.2		23		28

		28		1		1		2		4		93.8		56.8		87		34.5		73.2		53		15.3		27		30

		29		1		1		1		3		92.8		56		88		35		74.9		51.8		14		24		32

		30		1		1		1		2		92.1		54.4		84		33.5		70.6		50.8		14.5		24.5		33

		31		1		1		2		3		92.8		54.1		93		37		68		52.5		14.5		27		31

		32		1		1		1		4		94.3		56.7		94		39		74.8		52		14.9		28		34

		33		1		1		2		3		91.4		54.6		89		37		70.8		51.8		14.8		24		30

		34		2		1		2		2		90.6		55.7		85.5		36.5		73.1		53.1		14.4		26		28.5

		35		2		1		2		4		94.4		57.9		85		35.5		71.2		55.5		16.4		28		35.5

		36		2		1		2		7		93.3		59.3		88		35		74.3		52		14.9		25.5		36

		37		2		1		1		2		89.3		54.8		82.5		35		71.2		52		13.6		28		31.5

		38		2		1		2		7		92.4		56		80.5		35.5		68.4		49.5		15.9		27		30

		39		2		1		1		1		84.7		51.5		75		34		68.7		53.4		13		25		25

		40		2		1		1		3		91		55		84.5		36		72.8		51.4		13.6		27		30

		41		2		1		1		5		88.4		57		83		36.5				40.3		15.9		27		30.5

		42		2		1		2		3		85.3		54.1		77		32		62.7		51.2		13.8		25.5		33

		43		2		1		1		2		90		55.5		81		32		72		49.4		13.4		29		31

		44		2		1		2				85.1		51.5		76		35.5		70.3		52.6		14.4		23		27

		45		2		1		2		3		90.7		55.9		81		34		71.5		54		14.6		27		31.5

		46		2		1		2				91.4		54.4		84		35		72.8		51.2		14.4		24.5		35

		47		3		2		2		2		90.1		54.8		89		37.5		66		45.5		15		25		33

		48		3		2		2		5		98.6		63.2		85		34		66.9		44.9		17		28		35

		49		3		2		2		4		95.4		59.2		85		37		69		45		15.9		29.5		35.5

		50		3		2		1		5		91.6		56.4		88		38		65		47.2		14.9		28		36

		51		3		2		1		5		95.6		59.6		85		36		64		43.9		17.4		28		38.5

		52		3		2		2		6		97.6		61		93.5		40		67.9		44.3		15.8		28.5		32.5

		53		3		2		1		3		93.1		58.1		91		38		67.4		46		16.5		26		33.5

		54		4		2		2		7		96.9		63		91.5		43		71.3		46		17.5		30		36.5

		55		4		2		2		2		103.1		63.2		92.5		38		72.5		44.9		16.4		30.5		36

		56		4		2		2		3		99.9		61.5		93.7		38		68.7		46.8		16.4		27.5		31.5

		57		4		2		1		4		95.1		59.4		93		41		67.2		45.3		14.5		31		39

		58		4		2		2		3		94.5		64.2		91		39		66.5		46.4		14.4		30.5		33

		59		4		2		2		2		102.5		62.8		96		40		73.2		44.5		14.7		32		36

		60		4		2		1		2		91.3		57.7		88		39		63.1		47		14.4		26		30

		61		5		2		2		7		95.7		59		86		38		63.1		44.9		15		26.5		31

		62		5		2		1		3		91.3		58		90.5		39		65.5		41.3		16		27		32

		63		5		2		1		6		92		56.4		88.5		38		64.1		46.3		15.2		25.5		28.5

		64		5		2		1		3		96.9		56.5		89.5		38.5		63		45.1		17.1		25.5		33

		65		5		2		1		5		93.5		57.4		88.5		38		68.2		41.7		14		29		38.5

		66		5		2		1		3		90.4		55.8		86		36.5		63.2		44.2		15.7		26.5		34

		67		5		2		2		4		93.3		57.6		85		36.5		64.7		44.1		16.5		27.5		29.5

		68		5		2		2		5		94.1		56		88.5		38		65.9		43.1		17.4		27		30

		69		5		2		2		5		98		55.6		88		37.5		65		45.6		15		28.5		34

		70		5		2		1		7		91.9		56.4		87		38		65.4		44.1		13		27		34

		71		5		2		2		6		92.8		57.6		90		40		65.7		42.8		15		27.5		34

		72		5		2		2		1		85.9		52.4		80.5		35		62		42.4		14.1		25.5		30

		73		5		2		2		1		82.5		52.3		82		36.5		65.7		44.7		16		23.5		28

		74		6		2		1		4		88.7		52		83		38		61.5		45.9		14.7		26		34

		75		6		2		2		6		93.8		58.1		89		38		66.2		45.6		16.9		26		33.5

		76		6		2		2		5		92.4		56.8		89		41		64.5		46.4		17.8		26		33

		77		6		2		2		6		93.6		56.2		84		36		62.8		42.9		16.2		25		35

		78		6		2		2		1		86.5		51		81		36.5		63		44.3		13.2		23		28

		79		6		2		2		1		85.8		50		81		36.5		62.8		43		14.8		22		28.5

		80		6		2		2		1		86.7		52.6		84		38		62.3		44.8		15		23.5		30.5

		81		6		2		2		3		90.6		56		85.5		38		65.6		41.7		17		27.5		35

		82		6		2		1		4		86		54		82		36.5		60.7		42.9		15.4		26		32

		83		6		2		1		3		90		53.8		81.5		36		62		43.3		14		25		29

		84		6		2		2		3		88.4		54.6		80.5		36		62.6		43.6		16.3		25		28.5

		85		6		2		2		3		89.5		56.2		92		40.5		65.6		43.5		14.5		27		31.5

		86		6		2		1		3		88.2		53.2		86.5		38.5		60.3		43.7		13.6		26		31

		87		7		2		2		2		98.5		60.7		93		41.5		71.7		46.8		15		26		36

		88		7		2		1		2		89.6		58		87.5		38		66.7		43.5		16		25.5		31.5

		89		7		2		2		6		97.7		58.4		84.5		35		64.4		46.2		14.4		29		30.5

		90		7		2		2		3		92.6		54.6		85		38.5		69.8		44.8		14.5		25.5		32.5

		91		7		2		2		3		97.8		59.6		89		38		65.5		48		15		26		32

		92		7		2		2		2		90.7		56.3		85		37		67.6		46.8		14.5		25.5		31

		93		7		2		2		3		89.2		54		82		38		63.8		44.9		12.8		24		31

		94		7		2		2		7		91.8		57.6		84		35.5		64.2		45.1		14.4		29		35

		95		7		2		2		4		91.6		56.6		88.5		37.5		64.5		45.4		14.9		27		31

		96		7		2		2		4		94.8		55.7		83		38		66.5		47.7		14		25		33

		97		7		2		2		3		91		53.1		86		38		63.8		46		14.5		25		31.5

		98		7		2		2		5		93.2		68.6		84		35		65.6		44.3		14.5		28.5		32

		99		7		2		1		3		93.3		56.2		86.5		38.5		64.8		43.8		14		28		35

		100		7		2		2		1		89.5		56		81.5		36.5		66		46.8		14.8		23		27

		101		7		2		2		1		88.6		54.7		82.5		39		64.4		48		14		25		33

		102		7		2		1		6		92.4		55		89		38		63.5		45.4		13		25		30

		103		7		2		2		4		91.5		55.2		82.5		36.5		62.9		45.9		15.4		25		29

		104		7		2		1		3		93.6		59.9		89		40		67.6		46		14.8		28.5		33.5



